Polycystic liver diseases (PCLDs) are genetic disorders with heterogeneous etiologies and a range of phenotypic presentations. PCLD exhibits both autosomal or recessive dominant pattern of inheritance and is characterized by the progressive development of multiple cysts, isolated or associated with polycystic kidney disease, that appear more extensive in women. Cholangiocytes have primary cilia, functionally important organelles (act as mechanosensors) that are involved in both normal developmental and pathological processes. The absence of polycystin-1, 2, and fibrocystin/polyductin, normally localized to primary cilia, represent a potential mechanism leading to cyst formation, associated with increased cell proliferation and apoptosis, enhanced fluid secretion, abnormal cell-matrix interactions, and alterations in cell polarity. Proliferative and secretive activities of cystic epithelium can be regulated by estrogens either directly or by synergizing growth factors including nerve growth factor, IGF1, FSH and VEGF.
Introduction
Polycystic liver diseases (PCLDs) are genetic disorders characterized by the progressive development of multiple cysts ( Fig. 1 ) that initially bud from biliary epithelium and subsequently lack communication with the biliary tree [1] .
PCLD is frequent observed in association with the presence of autosomal dominant polycystic kidney disease (ADPKD) or autosomal recessive polycystic kidney disease (ARPKD) [2, 3] .
ADPKD is the most common life-threatening monogenic human renal disease, with a prevalence of between 1:400 and 1:1000 [4] . It is characterized by progressive development and enlargement of fluid-filled cysts originating from only 3% of nephrons, leading ultimately to renal failure in 50% of affected individuals. More than 85% of ADPKD cases are caused by mutations in the PKD1 gene, with almost all remaining cases associated with PKD2 gene mutations [5] (Fig. 2) . Liver cysts are the most common extra-renal manifestation of ADPKD [6] and are found in 60-75% of ADPKD patients on dialysis [7] . They appear at a later age than renal cysts but are most extensive in subjects with the worst renal function and most severe renal cystic disease [8] . Although the development of liver failure in ADPKD is unusual, cystic liver disease is responsible for significant morbidity and accounts for 10% of deaths of ADPKD patients on dialysis [7] . Severe cystic liver disease in ADPKD primarily affects females and is more extensive in women who have had many pregnancies or prior exposure to female sex hormones [8] . Partial hepatectomy is performed as a palliative procedure for such patients [9] . ARPKD is a rare condition that occurs in 1:40,000 live births [10] with a high mortality rate. In surviving patients liver disease is the major cause of morbidity and mortality and is characterized by biliary dysgenesis associated with congenital hepatic fibrosis (CHF), bile duct dilatation, and cyst formation [11] . It is caused by mutations of the polycystic kidney and hepatic disease 1 gene (PKHD1), which encodes the protein fibrocystin/polyductin [12, 13] (Fig. 3) . The typical disease presentation is of greatly enlarged kidneys detected in utero or in the perinatal period, with 30% of cases dying shortly after birth because of respiratory difficulties due to enlarged kidneys [14] . The most common complications of ARPKD include hypertension (60-100%), portal hypertension owing to severe hepatic fibrosis or Caroli's disease (30-75%), and chronic lung disease (approximately 11%) [15] . In addition, growth retardation intracranial aneurysms [16] and adrenal insufficiency [17] can be seen in patients with ARPKD.
In general, hepatic cysts are rare in children. Their frequency increases with age and may have been underestimated by ultrasound and CT studies [18] . Normally, PCLD is asymptomatic, but it becomes more frequent as the lifespan of ADPKD patients has lengthened with dialysis and transplantation. Symptoms may result from mass effect or from complications related to the cysts. They typically caused by massive enlargement of the liver and include dyspnoea, early satiety, gastro-oesophageal reflux and mechanical low back pain. Other complications caused by mass effect include hepatic venous outflow obstruction, inferior vena cava and portal vein compression, or bile duct compression. Symptomatic cyst complications include cyst haemorrhage, infection, and rarely torsion or rupture [19] .
Polycystic liver disease: genetics
PCLD demonstrates in two main clinical presentations: (i) polycystic liver associated with autosomal dominant polycystic kidney disease and (ii) isolated polycystic liver disease. Both of these forms of polycystic liver disease exhibit an autosomal dominant pattern of inheritance [1] . Autosomal dominant PCLD (ADPLD) displays no renal involvement when is caused by a mutation of the gene protein kinase substrate 80K-H (PRKCSH), which encodes the protein hepatocystin [20] . Whereas ADPLD shows renal involvement when is linked to mutations in PKD1, encoding polycystin-1 (PC1) or PKD2, encoding polycystin-2 (PC2) [21] . In PCLD associated with polycystic kidney disease, cell proliferation is one of the major mechanisms of cystogenesis, whereas in isolated PCLD, disrupted cell adhesion may be more important in cyst progression [22] . In summary, the polycystic liver and kidney diseases are disorders with heterogeneous etiologies and a range of phenotypic presentations. ADPKD is associated with renal and liver cystogenesis that clinically manifests in adulthood, often leading to dialysis and renal transplantation. Regarding the genotype-phenotype correlation in ADPKD, several studies in adults have shown that patients with PKD1 mutation have more renal cysts, larger cysts, more prevalent hypertension and faster progression to end-stage of renal disease than the patients with PKD2 mutation. Similarly, in children with PKD1 mutation, more and larger renal cysts have been found than in children with PKD2 at a similar age [23] .
ARPKD can present in neonates with massive renal cysts, causing respiratory failure secondary to abdominal competition that subsequently leads to infant demise, although milder forms can present later in life. Whilst ARPKD is always found in conjunction with CHF, it is less commonly associated with hepatic cystogenesis [11, 24] . Whereas the products of PKD1, PKD2, and PKHD1 are present in multiple subcellular locations, one common denominator that they all share is expression in the cilium. This has led to the theory that cystogenesis is due, at least in part, to ciliary dysfunction [25] .
Function of the polycystin proteins

Polycystin-1 (PC1)
PC1 is a 4302-amino acid type I membrane glycoprotein containing a long N-terminal extracellular domain of over 3000 amino acids, 11 transmembrane domains and a short cytoplasmic C-terminus (198 amino acids) [26] . PC1 interacts with PC2 via its C-terminus to form a heterodimeric complex. This primary interaction is critical for the functional regulation of both proteins [27] . A direct role of PC1 in mediating cell-cell adhesion via homophilic interactions of the PKD domains has been demonstrated [28] . Of interest, the entire N-terminal ectodomain has the biomechanical properties of a mechanosensor [29] . Potentially it could sense laminar flow or the force of coupling between cells or cell-matrix attachments during tubulogenesis. These force-triggered events could in turn activate a PC2-dependent Ca 2+ signal and/or PC1-dependent signals. In addition to Ca 2+ , the latter could include activation of monomeric GTPase proteins (Ras, Rho), heterotrimeric G proteins (Gi and Go), JAK/STAT, phosphatidylinositol 3-kinase (PI3-K)/Akt/mammalian target of rapamycin (mTOR) and activator protein 1 (AP-1)/mitogen-activated protein kinases (MAPK) pathways [30] .
Polycystin-2 (PC2)
PC2 is a Ca 2+ channel of 968-amino acid type II membrane glycoprotein with six transmembrane domains and intracellular N-and C-termini. PC2 (or TRPP2) has significant homology to the transient receptor potential (TRP) family of store-operated calcium channels and is likely to function similarly as a non-selective calcium channel [31] . The subcellular location of PC2 has been an area of controversy with immunolocalisation to the endoplasmic reticulum (ER), lateral plasma membrane and primary cilia. A second phosphorylation site for PC2 within its N-terminal domain (Ser 76) is critical for its localisation in the lateral plasma membrane but not in the primary cilia [32] .
Hepatocystin and SEC63
Two separate genes, PRKCSH and SEC63, have been identified to cause familiar PCLD. Multiple cysts arise from progressive dilatation of abnormal ducts in biliary hamartomas [33] , the result of a ductal plate malformation at the level of the small intrahepatic bile ducts. These ducts have lost continuity with the remaining biliary tree, which explain the noncommunicating nature of the cysts in polycystic liver disease [34] . PRKCSH is located on chromosome 19p13.2 and encodes hepatocystin [35] . The exact function of this protein remains to be elucidated, but it is thought that it acts as the regulatory subunit of glucosidase II and is involved in the folding and quality control of newly synthesized glycoproteins [20] . SEC63 is located on chromosome 6q21 and encodes SEC63p, which is probably involved in the protein translocation machinery in the end oplasmic reticulum [36, 37] . PCLD is different from ADPKD at both the phenotype and genotype level. Patients with PCLD do not have polycystic kidneys, whereas up to 60% of patients suffering from ADPKD may have polycystic livers in addition to polycystic kidneys [8] .
Fibrocystin/polyductin
Fibrocystin/polyductin (FPC) is an integral membrane protein with unknown functions, encoded by PKHD1. This gene consists of at least 86 exons spanning 470 kb on chromosome 6p12 and produces a 16-kb transcript. The longest open reading frame is predicted to include 66 exons and to encode the 4074-amino acid membrane-associated receptor-like protein FPC [13, 38] . FPC has a signal peptide, and structural predictions indicate a large extracellular region with multiple copies of the TIG domain (an immunoglobulin-like fold), a single transmembrane region, and a short cytoplasmic tail [39] . A homologous gene, not involved in renal cystic disease, PKHDL1, has recently been described [40] . It was shown that FPC is associated with the basal bodies/primary cilia of epithelial cells [41] and co-localizes with PC2 within the cell [42] . These observations suggest the possibility that FPC and PC2 may function in a common molecular pathway in vivo.
The primary cilium
The primary cilium is a common, solitary, non-motile, long, tubular organelle extending from the apical plasma membrane of the cell [43] [44] [45] . Cholangiocytes are ciliated cells that show a primary cilium consisting of the microtubule-based axoneme that has a 9 + 0 pattern and the basal body, a centriole-derived, microtubule-organizing centre, from which the axoneme emerges [46] . Cholangiocytes cilia extending from the apical plasma membrane into the bile duct lumen are ideally positioned to detect changes in bile flow, composition and osmolarity [46] (Fig. 4) . In mouse biliary tree the large bile ducts the ciliary axonemes are 7.35 ± 1.32 m in length, approximately two times longer than in the small bile ducts with a inner diameter of 50 m [47] . Several lines of evidence suggest that the major physiologic role of primary cilia is to function as sensory organelles.
In fact in recent years it has been proposed that primary cilia sense and transduce multiple stimuli, such as fluid flow, signals initiated by hormones, morphogens, growth factors and other physiologically active substances present [48, 49] . Changes in flow are communicated to other cellular response elements via changes in intracellular Ca 2+ and cAMP concentrations. Increased flow causes a cilium-dependent rise in intracellular Ca 2+ followed by a decrease in cAMP via a Ca 2+ inhibitable adenylyl cyclase (AC6) that, interestingly, is also localized within the cilium [50] . These data also suggest that components present in cyst fluid that bathes the apical surface may modulate electrolyte and compensatory fluid secretion into the cyst [51] . Interest of biomedical scientists in these organelles has increased only recently triggered by three critical observations; (i) primary cilia in the node of gastrulation-stage embryos are essential for the determination of left-right asymmetry of the body [52] ; (ii) the two most frequent lethal genetic disorders (i.e. ADPKD and ARPKD), are cilia-related diseases [24, 53, 54] ; and (iii) Bardet-Biedl syndrome (patients with kidney failure, loss of eyesight, obesity and diabetes) is a result of mutations in genes which determine ciliary structure and function [55, 56] . Thus, it has become evident that primary cilia are functionally important organelles that are involved in both normal developmental and pathological processes.
PC1 and PC2 are normally localized to primary cilia. FPC is also localized to primary cilia. When these genes are mutated, the absence of their protein products results in ciliary dysfunction and cyst formation. Defects in ciliary structure and their integrated sensory/ transducing functions appear to result in decreased [Ca 2+ ] i and increased cAMP, causing cholangiocyte hyperproliferation, abnormal cell-matrix interactions, and altered fluid secretion/absorption, capable of resulting in cystogenesis [46] .
Recently, Torrice et al. have been showed the central role of PC1 and PC2 in the modulation of cholangiocyte growth suggesting that primary cilia may act as sensors of cell injury activating a proliferative response to trigger the reparative processes. Moreover, they demonstrated that different pharmacological agents may block cholangiocyte proliferation by affecting different pathways of PC1 activation, degradation and processing. These agents are currently under evaluation in clinical trials for different pathological conditions caused by intracellular accumulation of pathological proteins [57] .
In recent years, considerable new information has been generated regarding the physiological functions of primary cilia in renal epithelia [58, 59] . In MDCK cells, a cultured cell line derived from the collecting duct of canine kidney, bending of a single cilium by a micropipette or by alterations in perfusate flow rates increases [Ca 2+ ] i , whilst pharmacological removal of cilia abolishes the flow-induced [Ca 2+ ] i increase [60, 61] . Finally, an acute increase in tubular fluid flow rates in microperfused cortical collecting ducts of the rabbit and mouse nephrons also led to an increase in [Ca 2+ ] i with the involvement of primary cilia [59] . In rat liver, mutations in genes encoding ciliary-associated proteins cause a broad spectrum of clinically and genetically heterogeneous human disorders, referred to as ciliopathies [62] . Ciliopathies affecting liver may more appropriately be called "cholangiociliopathies" [22] since cholangiocytes are the only epithelial cells in the liver that contain primary cilia. Based on these observations and given the importance of both [Ca 2+ ] i and cAMP signalling in biliary epithelia, cholangiocyte cilia may also act as mechanosensors that monitor and transmit luminal bile flow stimuli into integrated intracellular Ca 2+ and cAMP signalling [63] [64] [65] . The mechanosensory function of cholangiocyte cilia was addressed directly by using a microperfused rat intrahepatic bile duct unit model (IBDU) that allows controlled manipulation of luminal fluid flow rates, detection of both [Ca 2+ ] i and cAMP levels [66, 67] .
The morphology of cholangiocyte cilia has been elucidated by SEM demonstrating that apical surface of cyst epithelium showed heterogeneous abnormalities depending on cyst size. In rodent models of PKD, diverse changes in cilia structure have been noted. These include shortened, malformed cilia as well as cilia which are unusually long or entirely absent [68] . In BALB/c-cpk/cpk mouse, cystic epithelium shows a range of ciliary length, both shorter and longer, compared to those seen in wild-type ductal epithelia. This may contribute to the observed differences in cellular morphology and/or cellular ion transport observed in the cystic epithelia. Regarding the ion transport, Muchatuta et al. have used, for the first time, an ex vivo tissue to demonstrate ion secretory flux, which is consistent with cyst enlargement via compensatory fluid movement, suggesting that the components of the cyst fluid may contribute to cyst enlargement [51] . In humans, the epithelial cells lining small cysts show an apical surface with adequately represented cilia and which is similar to normal biliary epithelium. In contrast, the apical surface of medium cysts show rare and shortened cilia (Fig. 5) . These features further worsen in large hepatic cysts that totally lack primary cilia. Probably, these morphological abnormalities of primary cilia are linked to a mechanical consequence of enhanced endoluminal pressure during cyst growth [69] .
Cystogenesis
Human and experimental data suggest several potential mechanisms that could lead to cyst formation: (i) increased cell proliferation and apoptosis; (ii) enhanced fluid secretion; (iii) abnormal cell-matrix interactions; (iv) alterations in cell polarity, and (v) abnormal ciliary structure or function.
A primary increase in tubular proliferative activity, e.g. through the transgenic expression of oncogenes or growth factors, can lead to cyst formation [70] . PKD1 cystic epithelial cells are more sensitive to the mitogenic effect of growth factors and cAMP in vitro-these effects are dependent on Ras and Raf activity [71] . In addition, in patients with ADPKD, the tubular epithelium appears to switch from an absorptive to a secretory phenotype [72] . ADPKD cyst epithelia sit on an expanded basement membrane and abnormal increases in basement membrane components (laminin, fibronectin, type IV collagen, and heparan sulphate proteoglycan), and interstitial type I collagen have been reported. These changes in basement membrane composition could contribute to cyst initiation or expansion. Many cystoproteins have since been immunolocalised to primary cilia or centrosomes (which give rise to primary cilia) and some have been associated with structural or functional abnormalities of these organelles. But cilia are [73] , among other things, signal transducers capable of sending messages via a variety of pathways, the aforementioned discovery of mutations in genes encoding ciliary proteins has led to speculation that abnormal ciliary function leads to disordered signal transduction, altered gene expression, and/or alterations in cell-cell and cellmatrix adhesion [74] .
Furthermore, the type of dramatic cystic degeneration seen in human disease is only evident in mice in which both PKD alleles are disrupted. By contrast, heterozygous PKD KO mice develop only a few cysts by adulthood. These observations were reconciled by the demonstration that "two hits" are required for development of the cystic phenotype [75] . Although ADPKD is phenotypically autosomal dominant, at the cellular level it is likely to be a "molecular recessive" disease, since it requires a second somatic mutation. The "two hits" model needs an initial germline mutation in either PKD1 or PKD2 (first hit), followed by a somatic mutation in the remaining allele, that initiates cell proliferation and cyst formation in the individual cell that have received the second hit [76, 77] . Since the second hit would be predicted to be a rare and stochastic event, affected cells would probably be few and far between and cysts would be borne from individual cells rather than epithelial fields. However, more recent studies in chimeric mice suggest that part of the cyst wall can be formed by epithelial cells retaining the heterozygous state, raising the possibility that environmental cues elaborated by one group of cells may influence the phenotype of neighbouring cells in the nephron [78] (Fig. 6) . In experimental models, homozygous PKD1 or PKD2 null mice die shortly after birth. Whilst, heterozygous animals with a recombination-sensitive second allele, that allows development of spontaneous null mutations, results in age-related formation of renal and liver cysts, similar to human disease [3] . This model has not been investigated in isolated PCLD.
Experimental models
Different animal models are using to study the polycystic liver disease, in particular about ARPKD have been developed, over time; many of them display distinct liver pathology [79, 80] . The cpk model was the first to be described [81] , and probably the most extensively characterized. Mutants develop massive renal cystic disease and progressive renal insufficiency in a pattern that strongly resembles human ARPKD. The BALB/c polycystic kidneys (bpk) mutation arose spontaneously on the BALB/c inbred background. Like cpk, the bpk mutation is transmitted as a fully penetrant, recessive trait [82] . Affected homozygotes develop both cystic dilatation of the renal collecting ducts as well as biliary dysgenesis, and the genetic background modulates disease progression. Death ensues within 4 wk of birth, presumably due to renal insufficiency. The extra-renal defects in the BALB/c-cpk/cpk mice included pancreatic cystic dysplasia, and intrahepatic biliary duct cysts with periductal hyperplasia. The identification of the human ADPKD genes, PKD1 and PKD2, prompted the characterisation and targeted mutagenesis of their mouse orthologs, Pkd1 and Pkd2. Both null and hypomorphic alleles have been generated [83, 84] . Heterozygous mice develop renal, biliary, and pancreatic cysts between 4 and 19 mo of age. Homozygous mutants develop renal and pancreatic cysts, coincident with the induction of Pkd1 and Pkd2 expression in normal maturing tubular epithelia. Disease progression is rapid, with embryonic lethality occurring in most homozygous mutants. These data, demonstrating that loss of Pkd1 or Pkd2 is sufficient to cause renal cysts, support the two-hit model of cystogenesis proposed for ADPKD [79] .
Compared with the mouse, where different genetic mechanisms have given rise to a large number of PKD models, only a few heritable rat PKD models have been described. The Han:SPRD-cy rat is well characterized and has been studied extensively as a model of ADPKD [85] . The mutation arose spontaneously in the Sprague-Dawley strain, and initial analysis indicated inheritance as an autosomal dominant trait. In heterozygotes, the renal cystic lesion is evident within the first few weeks of life, primarily involves the proximal tubules, and progresses slowly. The Wistar polycystic kidneys (wpk) mutation arose spontaneously in an outbred Wistar strain [86] . Homozygous mutants develop nephromegaly, hypertension, proteinuria, impaired urinary concentrating capacity, and uremia, resulting in death at 4 wk of age, developing cysts at E19. Whilst wpk mutants exhibit renal histopathology that is strikingly similar to human ARPKD, the biliary ductal plate malformation invariably associated with the human disease is not evident [79, 86] . The gene, Pkhd1, that causes kidney and liver disease in these rats is orthologous to the human PKHD1 [13] . But, more important, the development of the PCK rat was initiated by sibling mating of the female offspring, and continuous sibling mating since 1996 has led to the establishment of this rat model, which is now in its twelfth generation. In a preliminary study with mating experiments, Sanzen et al. [80] described that the liver pathology in the PCK rats up to 4 months of age was characterized by progressive liver enlargement and multiple saccular and segmental dilatations of the intrahepatic bile ducts. Under normal conditions, FPC is expressed in primary cilia of cholangiocytes. In the PCK rat, a splicing mutation of Pkhd1 results in structural and functional ciliary abnormalities. These modifications may lead to abnormalities in cell proliferation and biliary tree differentiation, ultimately resulting in significant bile duct dilatation and cyst formation [87] . PCK rat has several features that resemble human ARPKD, as in the human, polycystic disease in the PCK rat is inherited in an autosomal recessive manner and severity of liver cystic lesions is age dependent.
Studies of the mechanisms of liver cyst formation in ARPKD have been limited by the lack of suitable cell lines. Thus, to explore the mechanisms of cyst growth and expansion in ARPKD, it has been developed a cholangiocyte cell line derived from the intrahepatic bile ducts of the PCK rat which is designated PCK-CCL (i.e. PolyCystic Kidney Cholangiocyte Cell Line) [88] . Perrone et al. have also developed the first human cell lines from ADPKD patients [89] . These liver cyst-derived epithelial (LCDE) cell lines display the distinctive features of biliary epithelium and lack of expression of hepatocyte specific markers. LCDE cells exhibit pH regulatory pathways that are similar to those found in normal intrahepatic biliary epithelium. Impaired alkalinisation in response to Cl substitution is suggestive of decreased function or abundance of a Cl /HCO, anion exchanger and could account for the failure of ADPKD hepatic cysts to secrete HCO, in response to secretin [90] (Table 1) .
Regulator factors in PCLD growth
The presence of an aberrant vascularisation is associated with cyst formation in liver, kidney and lung [91, 92] where angiogenesis appears to regulate the development of epithelial and endothelial tissues [92, 93] . In fact, treatment of human microvascular endothelial cells (HMEC-1) with human liver cyst fluid (huLCF) induced a rapid increase in vascular endothelium growth factor receptor 2 (VEGFR2) phosphorylation, indicating that factors secreted by liver cyst epithelia can activate VEGF signalling pathways and induce endothelial cell proliferation and differentiation [93] . Many reports showing expression of VEGF by rat cholangiocytes [94] [95] [96] [97] [98] [99] suggesting that angiogenic factors, a series of multifunction cytokines capable to regulate the morphogenesis and growth of the vascular system [100] might play a role in cyst development and growth. Cholangiocyte co-expression of VEGF, angiopoietins and their cognate receptors, the strong correlation between VEGF expression on abnormal biliary structures and the surrounding vasculature [97] in ADPKD indicates that the aberrant production of angiogenic factors by biliary cysts may, on one side, promote the vascularisation of the cysts through a paracrine effect on endothelia, and, on the other side, stimulate the growth of biliary cysts through an autocrine effect on cholangiocytes. For that reason, it has been also suggested that VEGF inhibitors might be used to treat patients with PCLD [101] . Previous morphological studies underlined the immature aspect of the cystic biliary epithelium characterized by the expression of VEGF, VEGF receptors as well as Tie-2 on cystic epithelium of ADPKD, since they are features indicating the lack of maturation of the biliary epithelium in this developmental cholangiopathy, together NCAM, an adhesion molecule typically present in immature cholangiocytes and strongly expressed by the cystic epithelium [102] . In addition to that, it has been showed that PC1 and PC2 are localized in cholangiocyte cilia where they may be involved in the regulation of bile secretion as mechanoreceptors [103] and also influence the transcription of a number of regulatory proteins. A speculation may be that altered function of polycystins in cholangiocyte cilia can cause a lack of differentiating signals favouring the maintenance of an immature phenotype by biliary epithelial cells. This is consistent with the hypothesis that in the presence of polycystin mutations, the transcription of a number of foetal genes fails to be switched off and thereby allows the postnatal expression of developmental proteins [104] . Accumulated evidence suggests that two intracellular signalling mediators cAMP and Ca 2+ , regulate proliferation in different cell types [105] [106] [107] , including cholangiocytes [97, 108, 109] . Thus, cAMP levels are increased in cholangiocytes of the PCK rat and octreotide, a somatostatin analogue known to inhibit cAMP, decreases hepatic cyst volume, hepatic fibrotic scores, and mitotic indices [110] . Another somatostatin analogue has been studied, lanreotide, that after 6 months of treatment is able to reduce liver volume in patients with PCLD. It has also been shown that in renal cells from ADPKD patients, intracellular Ca 2+ modulates cAMP-dependent proliferation. Moreover, these cells were characterized by decreased [Ca 2+ ] i and exhibited higher rates of cell proliferation in response to cAMP, whilst experimental restoration of [Ca 2+ ] i inhibited their cAMP-stimulated growth [105] . FPC, the protein mutated in ARPKD, is known to form functional complexes within primary cilia with proteins involved in intracellular Ca 2+ signalling, such as PC2 and Ca 2+ -modulating cyclophilin1 ligand, suggesting a possible role for FPC in Ca 2+ signalling [111] . In fact, preincubation of kidney cells with antibodies against FPC was reported to abolish a flow-induced increase in [Ca 2+ ] i [112] . Disappearance of FPC from primary cilia was observed in cholangiocytes from the PCK rat and also in renal cysts of ARPKD patients [103] . Thus, the absence of FPC from cilia may lead to its inability to form the aforementioned functional complexes and, subsequently, to maintain baseline [Ca 2+ ] i in cystic cells. Furthermore, other Ca 2+ channels present in cholangiocyte cilia (such as TRPV4) may also affect the influx of extracellular Ca 2+ into the cells [113, 114] . In addition to the intracellular pathways involved in this cystic growth, a number of studies have implicated or demonstrated the presence of a several specific cytokines and growth factors within human liver cyst fluid, which can support its development [115] . Recently, it has been investigated the protein composition of hepatic cyst fluid in an orthologous animal model of ARPKD, heterozygous (BALB/c-cpk/1) mice by a proteomic analysis of cyst fluid to identify 303 proteins, related with enhanced inflammatory cell processes, cellular proliferation, and basal laminar fibrosis associated with the growth of hepatic bile duct cysts [116] . Cytokines and growth factors secreted by the cyst-lining epithelia have been suggested to initiate autocrine/paracrine signalling and promote cyst growth. CXCR2 agonists, including IL-8, epithelial neutrophil-activating peptide (ENA-78), growthrelated oncogene-(GRO-), are potent proliferative agents that were found at high levels in liver but not kidney cyst fluids [115] (Table 2 ). CXCR2 agonists were of specific interest since they can not only attract inflammatory cells into diseased tissues [117] but can also promote angiogenesis in the absence of preceding inflammation [118] and induce proliferation of epithelial cells [119] . Furthermore, recent evidence indicates that the intrahepatic biliary epithelium is the target of GH/insulin-like growth factor 1 (IGF1) axis [120] and is particularly sensitive to the proliferative effects of IGF1 and estrogens [121] [122] [123] . Estrogens exert their proliferative effects either directly or by synergising growth factors including nerve growth factor and IGF1. In addition, estrogens induce the expression and secretion of growth factors (IGF1, VEGF) by epithelial cells [124] (Fig. 7) . A number of clinical observations suggest that estrogens play a role in development and progression of hepatic cysts in ADPKD. In fact, women with ADPKLD have more possibility to develop hepatic cysts with respect to men [125] . Nulliparous women have less probability to develop hepatic cysts with respect to pluripare [8] . Finally, oral contraceptives or postmenopausal hormonal substitutive therapy increases the number and size of the hepatic cysts [126] . In the same context, previous data provide the first direct evidence of an obligatory role for FSH in the induction of ovarian follicular cysts in the rat and indicate that unabated, combined stimulation by FSH and LH/ hCG is sufficient for the induction of ovarian cysts in this animal. Further, the observation that pre-treatment with hCG prior to FSH + hCG injections had no effect on the timing of the onset of follicular cyst development suggests that FSH stimulation results in the expression of an ovarian factors that plays an obligatory role in the induction of follicular cysts [127] . To evaluate directly the role of estrogens, VEGF, FSH, IGF1 and their receptors in the modulation of proliferation, our group have used the immortalized cell line LCDE obtained from the epithelium of liver cysts of ADPKD patients (Fig. 7) . LCDE cells constitutively express ERand -, IGF1, IGF1-R, FSH and FSHR (Fig. 8) . 17 -Estradiol, IGF1 and FSH induce a rate of proliferation which was completely inhibited by two highly specific ER (Ici 182,780), IGF1-R ( -IR3) antagonists [128] and partially inhibited by pre incubation with PD98059 (a MEK inhibitor), that interfere with the cAMP pathway activated by FSH. Although IGF1-induced proliferation was completely inhibited by the specific IGF-R blocking antibody ( -IR3), that induced by 17 -estradiol was only partially inhibited by ER antagonist, Ici 182,780, which also partially blocked the proliferative effect of IGF1. Conversely, 17 -estradiol-induced proliferation was also partially inhibited by the IGF1-R antagonist and completely blocked only when LCDE cells were exposed to both ER and IGF1-R blockers. This indicates that IGF1-R is directly involved in estrogen-induced proliferation because the specificity of -IR3 for IGF1 is absolute and nonspecific interference of this blocking antibody could be excluded [69] . In the end, ADPKD epithelium is sensitive to the proliferative effects of estrogens, FSH and IGF1. Estrogens act not only directly but also by promoting the synthesis and release of growth factors from the cyst epithelium. In addition, FSH plays a key role in sustaining cholangiocyte proliferation by an autocrine mechanism mediated by the activation of cAMPdependent signalling pathways [129] (Fig. 9 ). In conclusion, hyperproliferation of cystic epithelia is obviously linked to abnormalities in cell cycle progression and also to microRNA expression. Progression of cells through the cell cycle is controlled by a family of dual specificity phosphatases, Cdc25, that activate cyclin-dependent kinases (Cdks) [130] . In PCLD patients and PCK rats, Cdc25A protein (one of the three known isoforms of Cdc25) is overexpressed in cholangiocytes lining liver cysts. Cdc25A upregulation in diseased livers is accompanied by downregulation of one of the miRNAs (i.e. miR-15a). MicroRNAs are small noncoding RNAs that posttranscriptionally inhibit target messenger RNA transcripts via sequence-specific base paring [131] . Thus, overexpression of miR-15a in cystic epithelia inhibits cholangiocyte proliferation [132] .
Treatment targets: future perspectives
Therapy for PCLD is invasive, expensive and has disappointing long-term results. In view of its stimulatory effects on cell proliferation and fluid secretion, a major approach has been to target cAMP production. Vasopressin antagonism was associated with a decrease in kidney cAMP concentrations. The role of vasopressin action in modifying cyst expansion in ADPKD has been given added weight by recent studies which indirectly suppressed (high fluid intake) [133] or enhanced its action (endothelin B receptor blockade) [79] on the collecting duct. Similarly, somatostatin treatment (which can inhibit cAMP-stimulated chloride secretion) led to a slowing in the rate of cyst volume expansion in a small study of ADPKD patients and in PCK rats [134] . In fact, it has been demonstrated that treatment with lanreotide a somatostatin analogue, slowed kidney growth in patients with PKD and reduced liver and kidney volume in a PKD rodent model [135] . Seen the sensitivity of cystic epithelium to the proliferative effects of estrogens, IGF1 and angiogenic factors, another therapeutic strategy might be the use of specific inhibitors of these growth factors or the modulation of the same receptors to block ADPKD liver cyst vascularisation and growth. Other features associated with cyst enlargement such as cystic epithelium apoptosis, inflammation or interstitial fibrosis could be alternative treatment targets, as well as miRNAs: for example overexpression of downregulated miRNAs or knock down of overexpressed miRNAs may help reverse many abnormal cellular functions. Diagram of the genetics of polycystic liver disease in its autosomic dominant form, with mutation on the genes PKD1, PKD2, PRKCSH and SEC63. Diagram of the genetic of polycystic liver disease in its subtype autosomic recessive linked to modifications in the gene PKHD1 that codes for the protein fibrocystin. SEM of luminal surface of a small hepatic cyst of ADPKD liver. The epithelium lining small cyst (1 cm maximum diameter) shows a carpet of regular microvilli and typical primary cilia comparable with a normal biliary epithelium. Bar 10 m. SEM of epithelial surface of a cyst with a 2-2.5 cm maximum diameter shows less dense microvilli and clear areas become visible. The cilium is absent or shorter than the typical structure and often showed alteration of the apical zone. In the box, at higher magnification a short and abnormal cilium is evident. Bar 2 m. Diagram depicting the genetic basis of cyst formation in ADPCLD. The biliary epithelium in a normal person has both alleles of PKD genes. In patients with ADPCLD, there is a germ-line mutation of one of the alleles ('first hit'). Some cells within the duct acquire a mutation in the second allele ('second hit'), resulting in increased proliferative activity in these cells, leading ultimately to cyst formation. The cells lining these cysts are monoclonal and are homozygous for PKD mutation. 
Immunohistochemistry for ER-(A), ER-(B), IGF-1 (C), IGF1-R (D), FSH (E), FSHR (F)
, VEGF-A (G), and VEGF-C (H) in hepatic cysts from patients with ADPCLD. Cholangiocytes of reactive bile ducts close to the cysts are positive for both estrogen receptors. The epithelium lining small and large cysts showed strong positivity for ER-and ER-located at cytoplasmic levels. Both IGF1 and its receptor showed positive immunolocalisation in biliary epithelium. The expression of the hormone FSH is also present in both small and large cysts. A stronger immunolocalisation is found for FSHR in the biliary epithelium that lines hepatic cysts. Furthermore, biliary epithelium of small and large cysts shows an high positivity for VEGF- Diagram depicting putative pathways in polycystic liver disease. Dysregulation of [Ca 2+ ] i , increased concentrations of cAMP and upregulation of FSH, IGF1, VEGF, and TNF occur in cells bearing PKD mutations. Increased accumulation of cAMP in polycystic livers may result from disruption of the polycystin complex, as PC1 may act as a Gi protein-coupled receptor and stimulation of Ca 2+ inhibitable AC6. Increased cAMP levels contribute to cystogenesis by stimulating chloride and fluid secretion. In addition, cAMP stimulates mitogen-activated protein kinase/extracellular regulated kinase (MAPK/ERK) signalling in cyst-derived cells. Table 2 Liver cysts fluid composition. 
